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<110> Walker, Michael G . 
Volkmuth , Wayne 
Klingler, Tod M . 

<120> DIAGNOSTICS AND THERAPEUTICS FOR PANCREATIC DISORDERS 

<130> PB-0008-1 CIP 

<140> 09/226,994 

<141> 1999-01-07 

<160> 15 

<170> PERL Program 

<210> 1 

<211> 1966 

<212> DNA 

<213> Homo sapiens 

<220> - 

<223> 223163CT1 



<400> 1 

caaaatggag 

ggactgacaa 

aatatggcag 

tggacaatag 

gatccagatg 

gggcctctgc 

tccagtacat 

gtcttctact 

accttggaag 

tgtgtgtggc 

ttcctagaaa 

accaactc tg 

tcaaactc tc 

gc ttcctaca 

gacaggatga 

aacttgcaac 

gtccc tc tta 

aatataatca 

cagattattg 

gaagatgatg 

t ttgaatcca 

caaac tc t t t 

gatacc tgta 

agtggatgta 

ttccagtt ta 

gttttgatat 

agcaaacgag 

c tgaaaaggg 

gaaac tccaa 

aatgtggtga 

aaataccaga 

tccaggatgc 

ggcctgaaag 



c ttgtaagaa 
tggcggaggc 
agacccacaa 
aaagaccaga 
gaagc tgtga 
tagggcaagt 
tgacgt ttca 
acttcttctc 
gatcc t tcac 
acatacaagt 
tagacaaaca 
gcctgattgg 
tgactgtcgt 
cctcaattta 
gagt tat tat 
taaaagaccc 
atggatgtgg 
ccttttctgc 
tgaagtgtga 
taatacaaag 
attcatt tga 
ttgttcaagt 
gagcc tc tec 
gtcgagatga 
atgee tt taa 
gtgatagcag 
acatttcttc 
atcgaagtgc 
accagccttt 
c tgtagegae 
agetgeagaa 
caaaggaaat 
tgacacacag 



ggc teatgee 
tgaaggcaat 
agecatgate 
aaacaaaagc 
aagtgaaaac 
ctgcagtaaa 
aatagttact 
tec taacatc 
cagccccaat 
ggagaaagat 
gtgcaaat t t 
acaagtc tgt 
gttgtc taca 
tgcagaaaac 
aagcaaatcc 
aacttgeaga 
tacaatcaga 
atcctcaact 
aatgggacat 
teaaaatgea 
aaagac tata 
tagtc tgcac 
cacctc tgac 
aacttgtaag 
attc ttgaga 
tgaccaccag 
atataaatgg 
aagtggcaat 
caacagtgtg 
aatcacagtg 
ctattaacta 
gctacc tegt 
gectgeatgt 



at tgaccc tc 
gcaagc tgea 
c tgcaac tea 
atcagaatta 
attaaagtct 
aacgac tatg 
gactcagcaa 
tc tat tccaa 
tacccaaagc 
tacaagataa 
gattttcttg 
ggccgtgtga 
gattatgeca 
atcaacacta 
tacc tagagg 
ccaaaattat 
aaggtagaag 
tctgaagtga 
aattc tacag 
ctgggcaaat 
c t tgaatcac 
acctcagatc 
tttgeatetc 
gtgtatccc t 
agta tgagct 
tetege tgea 
aaaacagatt 
tcaggat ttc 
catctgtttt 
aggcat t t tg 
acaggtccaa 
ggc tacacat 
caaaaaaaaa 



ttaattctct 
cagtcagtc t 
atcccagtga 
tcttttccta 
ttgaeggaac 
ttcc tgtat t 
gaat tcaaag 
ac tgtggcgg 
cgcatcc tga 
aactaaac t t 
ccatc tatga 
ctcccacc tt 
at tcttaccg 
catc tt taac 
c t tt taac tc 
caaatgttgt 
atcagtcaat 
tcacccgtca 
tggagataat 
ataacaccag 
catattatgt 
caaatttggt 
caacctacga 
tatttggaca 
c tgtgtatc t 
atcaaggttg 
ccatcatagg 
agcatgaaac 
cc ttcatggt 
taaatcaacg 
ccc taagtga 
at tatgaata 
aaaaaa 



cctgtttggc 
agggggtgee 
gaac tgeace 
tgtccagc t t 
ctccagcaat 
tgaatcatca 
aactgtcttt 
ttacctggat 
gctggc ttat 
caaagagat t 
tggcccctcc 
egaategtea 
gggat t t tc t 
ttgetcttet 
taatgggaat 
ggaatt t tc t 
tacttacacc 
gaaacaactc 
atacataaca 
catggctctt 
ggatttgaac 
ggtgtttctt 
cctaatcaag 
ctatgggaga 
gcagtgtaaa 
tgtc tccaga 
acccat tegt 
acatgeggaa 
tctagc tc tg 
ggcagac tac 
gacatgt t tc 
aatgaggaag 



60 
120 
180 
240 
3 00 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
18 0 0 
1860 
1920 
1966 
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<210> 2 

<211> 924 

<212> DNA 

<213> Homo sapiens 

< 2 2 0 > - 

<223> 884692CB1 



<400> 2 

acacatctca ttttcatctt cacaaccagg taggtattat ttagttattg tagaaaggca 60 

aagtcattgg ccccaaatta tatagctaaa agaaagtctc tacttgatga gattcaaacc 120 

cagatttgtt tggcatgaca gtgataattt tctagattga gataaccaca gcatcggaat 180 

tagggccata gcgtgaacca gttctggaca cagttcttgg tccagagctg cccattgtag 240 

gagcagtcta gatagaatcc aggcatttaa attttgatat aataaaagtt catcatccct 300 

acagtcttgc tcaagaagtc aagtccgcag tgaagtaccg gccatcgacc tagcccgggt 360 

tctagatttg gggcccatca ctcggagagg tgcacagtct cccggtgtca tgaatggaac 420 

ccctagcact gcagggttcc tggtggcctg gcctatggtc ctcctgactg tcctcctggc 480 

ttggctgttc tgagagctcc gctgagcatc tggccttgaa gtttgtgttc ttccctctgg 540 

caatggctcc cttcagcact tctgctttcc actccaattc acacaggctt ggtattaaca 600 

gaatcaaggc caggctaggt taggaaaagg gaagagcttt caccttcttt aaaactctcg 660 

gctgggcgca gtggctcatg cctgtaatcc cagcattttg ggaggctgag gcaggtggat 720 

cacctgaggt cagcagttca aaatcagcct ggccaaaatg ctgaaactct gtctctacta 780 

aaaatacaaa aattagccag gcatggtggc aggcgcctgt aatcccagct actcgggagg 840 

ccaaggcagg agaattgctc gaactcaggg ggtggaggtt gcagtgagtt gagattgtgc 900 

cattgcactc cagcctggca acat 924 



<210> 3 

<211> 845 

<212> DNA 

<213> Homo sapiens 

<220> - 

<223> 888246CB1 



<400> 3 

ttgcaatgag ccaatattgt gccactacac tccagcctgg gcaacagagt gagactccat 60 

ctcaaaaaaa aaaaaaaaaa aaagaaaact aagattaagt tactacaatg acagaataga 120 

aagtgtcacc tacatgtaat ataggtcaga aggagagcaa cagaagaata cacacatgtg 180 

cacacacaca catacataca tggacatgtg tgcaacttgt gcatacacac acaaacacac 240 

acacatgtgc gtgcaatata ccacaatata ccatcatcct ttctatttat gtggagacta 300 

gttcaatcga tttttctgtc acctaagaat ttacctaccc caggagcctg ccttccacac 360 

atacattaat aacaccaacc agtaatgtca aaaggaaaaa ttacaaaccc agaaaattaa 420 

agtcattctg cacttgccct tggtttaaca ggcatttcac tcttggcacc tttcctgtcc 480 

tatcattaat aagcatctta ttgatacagt ttatactcca aattctccag gcttgtgaaa 540 

gtttcctcag gattgcttga aaatgaaagt cctggccagg tgcgcagtgg ctcatgcctg 600 

taatcccagc actttgagag gccgaggcgg gtggatcacc cgaggtcagg agttcaagac 660 

cagcgtagcc aacatggtga aaccctgtct ctactaaaag tacaaaaatt agccaggtgt 720 

ggtcgcaggc gcctgtagtc ctagctactc aggaggctga ggcaggagaa ttgcttaaat 780 

tcggaggcag aggttgcagt gagctgagat cgcgcctctg cactccagcc tggcgacaga 840 

atggg 845 



<210> 4 

<211> 1739 

<212> DNA 

<213> Homo sapiens 
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< 2 2 0 > - 

<223> 888309CB1 



<400> 4 
cccacgcgtc 
ct: gtaaagcc 
gc tgctgggc 
tgaagacac t 
tcttcatgtc 
aatatcctca 
gtgagaac ta 
ccaggaggta 
cac taagccc 
gaac tctaac 
ctacaagtcc 
atttggaaaa 
ccc tgggaaa 
gc tcattgag 
acagagtcag 
agtc tcagct 
atgatgagtg 
ac ttccatc t 
gaaattccac 
ccttagcc tg 
aatttcatac 
ctctgctccc 
taaac tgttg 
gccttattta 
catgcctgta 
t t tgaaacca 
caggtgtggt 
gcaggagaat 
cac tccagcc 



cgggggcatg 
agtgggt ttg 
cgtggcc tea 
gaagatgata 
agggacatgg 
tctgtaaaat 
aatcagagca 
agcaagcaga 
tggacagggg 
aagggee ttt 
c tatggaaga 
cggagccaca 
tgaggggtag 
tggataaggc 
at t ttgggc t 
gactgagtga 
tccagtgggc 
ccttctccca 
aaatgeacca 
ggatgcgttc 
cactgtgaat 
cc tgeate tg 
atatgttggt 
c ttcatgttg 
atcccaacag 
gcctggccaa 
ggctcatgcc 
cact tgaatc 
tgggcaacac 



gacc tgaggt 
caaggatagg 
ggaaatggtt 
attc tgc taa 
gcagac ttct 
gaggataagg 
gtccaattgg 
gtgagatgtc 
atggatgagc 
gate ttgect 
gagagtgttc 
gtgtgaacag 
ggaacaacca 
cccagagatt 
ttaaggaggc 
gcaggtggcc 
cccattgc tt 
caccctgc tc 
ttccctctat 
acttgc tt ta 
ccttccctga 
tacatacttc 
gt t tacacaa 
aatgeace ta 
tttgggaggc 
tatggcaaaa 
tgtaatccca 
caggaggcag 
tgagcaaaac 



caagggaatg 
agggcagggt 
ctgacatggg 
tgtaggagct 
ggggacaagt 
taataataat 
gcaggctcag 
ccatgggtag 
ctcccac tga 
ttggcacaag 
taggcagcag 
ggcgatgc tt 
acaacct tga 
cagtgtggtt 
cc tccctgta 
tgee tcaagt 
gcagacacat 
teat tttagg 
cccatctcca 
ctgacttgea 
ct tcaccaag 
tgtc tgtatc 
gaccaagaaa 
gcat ttgaga 
tgaggcegge 
ccccatc ttt 
tgee tgtaat 
aggt tgcagt 
tgee tgtcgt 



tgggctc tec 
tggagcaaat 
caggc t tgac 
atgttttcat 
cac tac tgtc 
acccaccata 
gaggtgatga 
ggatgtcata 
gattatt tec 
catgect tec 
gacaagaagg 
agatgtgccc 
tc tec ttgaa 
ttctggggtt 
cc tggatggg 
ct tcatcagt 
ccc tc tgtgc 
ttcc tgegee 
tgettttgee 
aaac tec tac 
agac tcagat 
t t tatcatat 
tcctcatggg 
aggtggt tgg 
agatege ttg 
ataaaaatac 
cccagcc ttg 
gaac tgagat 
gaaaaaaaaa 



aatccat ttg 
ttccaggtca 
ccc tgaggga 
agecacaggg 
tc tgagee tg 
cagggc tat t 
atttctegtc 
gacaaacaag 
c tccatcac t 
tctgagcaca 
agcatgacac 
agcagaagca 
gactctt tct 
tgggcccatc 
c tccaaggac 
ggccagcaca 
tctgact ttc 
tctgaac tct 
tctcctgttc 
ecaegtt tea 
agacct tctt 
tgaagtataa 
ccaagtccat 
taaagtggct 
aggtcaggag 
agaaat tagc 
ggaggc tgag 
tggaccactg 
aaaaaaaaa 



60 
120 
180 
240 
3 00 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 

9 60 
102 0 

10 8 0 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1739 



<210> 5 

<211> 438 

<212> DNA 

<213> Homo sapiens 

<220> - 

<223> 951335CB1 
<400> 5 

aattgetega actcaggggg 60 
gcctgggcaa cagagcaaga 120 
acatagtggg gtttctgtca 180 
tgaaagcaag ettgetaggt 240 
gtttttaact tcagggaagc 300 
ggcaccagcc acgattcctt 360 
actgacaaaa aaaaaaatta 420 

438 



gcgcctgtaa 
tggaggttgc 
ctctgtctca 
atctgtcctc 
gece tctgtg 
ggtatcctgt 
cc taagcatc 
aaaaaaaaaa 



tcccagc tac 
agtgagttga 
ggaaaaaaaa 
ggc tgece tt 
gctccagcct 
cactggggta 
tcctgttctg 
aaaaaaaa 



tegggaggee 
gat tgtgcca 
aaaaaaaaaa 
ctcatt tgtt 
ttaccggaag 
tgggatgagc 
actgetcatg 



aaggcaggag 
ttgeae tcca 
aagaaaagca 
gatgggacct 
tgtggtgcat 
atggagaaga 
aattgaagaa 



<210> 6 
<211> 483 
<212> DNA 

<213> Homo sapiens 
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PB-0008-1 CIP 
<220> - 

<223> 2091133CT1 
<400> 6 

tgtagcgtct gcatctgaaa ttgtttttac atctgtccca cctgcaccct tcaccccagg 60 

ctgttagttt cttgaggaca aggacttcat cattttcaaa cattattggt caaataaatg 120 

aagaaatagg ctgcatcctt tctctttatc ctttgacctc ctctatcatc ctgctgttat 180 

cttccagaag gagaagaaac agcttcacag gaaaagtaga ggagattttc ccattatggt 240 

gaaagtgcca aatcagaatg tgaaatagga attctgggct ctgtaccagg catttactcc 300 

tatgctgtta gctgatgtta aagagggtgg atttcttttc ccttaggtct caccttctgt 360 

gccttcaggg gaagttggtt ggaagtttga atggtttgtt gttgtcgtca ttgttttgta 420 

ttaaggaggg ctgtaatgga acgaatacaa tggttattga tggagagtaa aaaaaaaaaa 480 
aaa 483 

<210> 7 
<211> 646 
<212> DNA 

<213> Homo sapiens 
<220> - 

<223> 2383628CB1 
<400> 7 

tccccgctgc gcccgctgct gctggccctg gcccttgcct ccgtgccttg cgcccagggc 60 

gcctgccccg cctccgccga cctcaagcac tcggacggga cgcgcacttg cgccaagctc 120 

tatgacaaga gcgaccccta ctatgagaac tgctgcgggg gcgccgagct gtcgctggag 180 

tcgggcgcag acctgcccta cctgccctcc aactgggcca acaccgcctc ctcacttgtg 240 

gtggccccgc gctgcgagct caccgtgtgg tcccggcaag gcaaggcggg caagacgcac 300 

aagttctctg ccggcaccta cccgcgcctg gaggagtacc gccggggcat cttaggagac 360 

tggtccaacg ctatctccgc gctctactgc aggtgcagct gatgcattgc tggtctctca 420 

tctgcagctt ccacagagtg ccaagcccct cactcagccc atccctgggc tctgctccgg 480 

ggccccaaga cccaggagga ggagcgttct gcctgccccc tcccacctcc cctgcaatac 540 

agcctttgtg cagttgaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa ataaaaaaaa 600 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa cgaaaaaaaa aaaaaa 64 6 



<210> 8 
<211> 1354 
<212> DNA 

<213> Homo sapiens 
<220> - 

<223> 2774542CB1 
<400> 8 

ggtgagccct ctgtcggcat cttcctctcc aggctggcag agcaaggggg gctgtgaatt 60 

aattcaaggt tgggggtcgg ggccttctat atctggactt gcctcccacc cgtgtcctct 120 

gtcccttttt ccctacggca gatagccatg tgtgagcctg aatttggcaa tgacaaggcc 180 

agggagccga gcgtgggtgg caggtggcga gtgtcctggt acgaacggtt tgtgcagcca 240 

tgtctggtcg aactgctggg ctctgctctc ttcatcttca tcgggtgcct gtcggtcatt 300 

gagaatggga cggacactgg gctgctgcag ccggccctgg cccacgggct ggctttgggg 360 

ctcgtgattg ccacgctggg gaatatcagt ggtggacact tcaaccctgc ggtgtccctg 420 

gcagccatgc tgatcggagg cctcaacctg gtgatgctcc tcccgtactg ggtctcacag 480 

ctgctcgggg ggatgctcgg ggctgccttg gccaaggcgg tgagtcctga ggagaggttc 540 

tggaatgcat ctggggcggc ctttgtgaca gtccaggagc aggggcaggt ggcaggggcg 600 

ttggtggcag agatcatcct gacgacgctg ctggccctgg ctgtatgcat gggtgccatc 660 

aatgagaaga caaagggccc tctggccccg ttctccatcg gctttgccgt caccgtggat 720 

atcctggctg ggggccctgt gtctggaggc tgcatgaatc ccgcccgtgc ttttggacct 780 

gcggtggtgg ccaaccactg gaacttccac tggatctact ggctgggccc actcctggct 840 



4 
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* 



ggcctgcttg ttggactgct cattaggtgc ttcattggag atgggaagac ccgcctcatc 900 

ctgaaggctc ggtgaagcag agctcgtggg attcctgctg ctccaggtgt cctcagctca 960 

cctgtcccag actgaggaca ggggagttcc tgcatttcct gccagggcag aggcccagag 1020 

gagcgacccc ctgcttccac tgcttgggcc tgctttctca gatagactga ctgctgagga 1080 

ggctctaggt tcttggaatt cctttgtgct catcagagac cccagcctgg ggaacacgct 1140 

gcccgcactg cccagagagc agtgcaaaca ccacaacacg agcgtgtttc ttgagaggaa 1200 

tgtccccgag ttggacaagg aggctgtttc tgcacatcag ctcatttccc gcaccccatt 1260 

tcttgcttga ttgctttgtt gggggcctgg ccacttcctt gcttctcaag ctgacaattc 1320 

tcactttgca ataaatagtc cagtgtttcc ttcc 1354 



<210> 9 

<211> 681 

<212> DNA 

<213> Homo sapiens 

<2 2 0> - 

<223> 2777115 



<400> 9 
ccttacacat 
tcctccc tgt 
atcagtac tt 
cage tctccc 
ttaccc tcca 
gcataggggg 
t tagatccac 
ggggcaccag 
cccgagac tc 
ccacagattt 
tcccccccag 
tacagctgea 



acaggaagac 
cttcatttct 
agtctacaga 
tgcctctcac 
ggcatctgtg 
caagctcttg 
ctggagcacc 
ttcccacc ta 
tctctgactg 
ggtggctggg 
tcacttctcc 
ttaaaatcaa 



aagacctgag 
tctcactctg 
cctatgtgcg 
acacaattt t 
tcccctc ttg 
gggcatcagg 
gggtctctct 
gagcactgtg 
cagccaggca 
caggtgcctg 
cacaggccca 
c 



tggtgctgtc 
tctctaaacc 
tgtccctatc 
acatgccccg 
aagagaaaac 
accctggagc 
aagtctcacc 
tcctgccc ta 
tagtaccctt 
gacagtgatg 
geaggacgea 



ttggtgtccg 
tc tc tctctc 
c ttctgtcct 
aggagecaag 
acacagcttc 
accaggtcct 
tggggaattc 
gagcacaaag 
gcctgtgttt 
aggtcttgee 
gtcctgagga 



tcgtgtatgc 
tec t tgaccc 
tttctctctt 
tttgggacat 
acacatccag 
tcctggaata 
ggtcccacct 
acctgc tcct 
gctccctggt 
gec ttaac tg 
tcagggattc 



60 
120 
180 
240 
3 00 
360 
420 
480 
540 
600 
660 
681 



<210> 10 

<211> 287 

<212> DNA 

<213> Homo sapiens 



< 2 2 0 > 

<221> unsure 
<222> 182, 186 

<223> a or g or c or t, unknown, or other 
<220> - 

<223> 3664676CB1 



<400> 10 

gcagggttcc agegacagea gcactggact cgtccagagg gcggcgggtg agcggctggg 6 0 

gccccgtgga gccaccatgg accccgcagg cagcagaccc ctcagtgcct cccaatcctt 120 

tgactcacct gagectgeag gacagatcag agatgeaget geagagegaa gccgacaggc 130 

gnactncccg ggcacttgga ccaggtaacg gcggcgtggc agcgtgccct aggtggggac 240 

tgccaggcag ctggagcaca cagaggcaac ggccgcattt aaccagg 2 37 



<210> 11 

<;:ii> 449 

<212> DNA 

<213> Homo sapiens 



5 



m 



PB-0008-l CIP 
<220> - 

<223> 3833667CB1 
<400> 11 

taaatactga atgaatgaat gaagcactaa actgaatgca tataaggcaa agacacaaat 60 

aacttaattt tgtgcagcca aatcagtttg taacttcacc aaacagttca catcaacatt 120 

taatgagcgt ccctttgccc aaggcactgg gtgaaggatg agggggtatt ggtttgtgtt 180 

tatgtagaat tttgcagttt gcaaagtccc ttctcttaca tctcttcatg agggtttcac 240 

aacgactctg taaggtaggg gttgtcatta ttcctgcttt cccgataagg atacagaagc 300 

tcagagaggg cagacatttg acctggagta gaactagggc aagaatacag gccactgtgt 360 

gccccctcct cccacgctct gtttctctct gaagatgacc tggggacagc ataatacaaa 420 

gtggatggaa tgggctgaga aaggagagg 449 



<210> 12 

<211> 874 

<212> DNA 

<213> Homo sapiens 

<220> - 

<223> 3835361CB1 



<400> 12 

ggaggc tt ta 

t ttaaggatc 

tcggtcacat 

ccagaggaaa 

gac tataact 

acaaagaggc 

ttcttgtatt 

cttggctgtt 

gcaatggc tc 

agaatcaagg 

ggctgggcgc 

tcacctgagg 

aaaaatacaa 

gccaaggcag 

ccattgcact 



aggatcagac 
agacctagaa 
ggccccacct 
atgaaaaaaa 
aggccagata 
caacttatgt 
tcagggttcc 
ctgagagc tc 
cct tcagcac 
ccaggc tagg 
agtggctcat 
tcagcagttc 
aaattagcca 
gagaattgc t 
ccagcctggg 



ctagatggt t 
atggcacaga 
agttgcaaag 
tggttggtga 
tcaaagatgc 
t tgctcc tga 
tggtggcc tg 
cgctgagcat 
ttctgctttc 
ttaggaaaag 
gcctgtaatc 
aaaatcagcc 
ggcatggtgg 
cgaactcagg 
caacagagca 



gatgagagag 
tgac ttctat 
gacactggga 
ttagattgcc 
tttgcc tttc 
c tcccaaagc 
gcc tatggtc 
ctggccttga 
cac tccaat t 
ggaagagctt 
ccagcatttt 
tggccaaaat 
caggcgcctg 
gggtggaggt 
agat 



caacaggata 
gcacatttta 
aaaattgcat 
tctaccatgt 
tcatccttgt 
ccaacacttg 
ctccc tgac t 
agtttgtgt t 
cacacaggc t 
tcacc ttc tt 
gggaggc tga 
gc tgaaactc 
taatcccagc 
tgcagtgagt 



tataggaggc 
ttgaccagat 
tec tgtgtgt 
gagtcccaga 
gt tgtgaaag 
acagtcatat 
gtcctcc tgg 
cttccctc tg 
tggtattaac 
taaaactc tc 
ggcaggtgga 
cgtc tc tac t 
tac tegggag 
tgagat tgtg 



60 
120 
180 
240 
3 00 
360 
420 
480 
540 
6 00 
660 
72 0 
730 
840 
874 



<210> 13 

<211> 1135 

<212> DNA 

< 2 1 3 > Homo sapiens 

<220> - 

<223> 3836037CB1 



catcgaattg gaggttcact ctactcaagt atgaegtcac 60 

gtcccaggcc gtattctaac aagggcacat cctgtgttct 120 

gaaatactct tcacccggct gcaacctctc actgtagaac 180 

aagggcattt geggcttcta ggagccaagt aggaggaggc 240 

ggactccagg cttgggcggg cctgatactc gagtccacat 300 

tgtctcctgc cagggecagg gaggggggca ctggctgctt 360 

ccctggagct tcccatgcgg aattgccgtc cctcctccta 420 

catcccacag ggacccgggc gccagcttct gaaagcatgg 480 

gttgtttccc agetttegtc ectgeggagg ggegatcegg 540 

ttggtcgtcc acatgettgt cagccccacg ctgtgctcct 600 



<400> 13 

cttcatatag 

cgtgat ttca 

gggaagggcg 

tgee tctgtg 

tgggatccgt 

gccccctcta 

ctgtattttg 

ggcgagtccc 

ggcatctgcg 

cccc tccatg 



ggacaccagt 
ctgattttat 
tgtcgctggg 
gagaagecca 
gt t teaggeg 
gagaggaacc 
gggtttgggg 
agggccaccc 
gaagaactgg 
tcagcagtgt 
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gcgtc tc ttc 
tcatc ttagg 
tatccacaag 
ccgtagccag 
cagaggaacc 
ccggcc tcag 
agtggtgttg 

gggccctgct 

tccccagaag 



ccgtc tcatc 
gcagcttcag 
t tcagtatca 
ggatgg tec t 
tgt tetaegg 
gggacaccca 
aggggecaca 
tgtagc tgga 
ccat ttgtca 



ca tc tggatg 
gaaaccgaaa 
gca tgagece 
ggctgtgctg 
ccagaagaac 
gacccc tgea 
ttccagc tga 
ccctggaacc 
ataaaccat t 



cttgacacc t 
aacaggc ttg 
tggggagc tc 
c tgcaccagg 
aagtaccgag 
aaggggtcca 
gtggcct tgc 
t tctgtagct 
tctaagaaaa 



c tgacagcat 
tgtccttcca 
caaggc tgea 
gccgccttcc 
caccccgagg 
gtgtccggga 
tctgtgtgag 
aagagggaat 
aaaaaaaaaa 



ccctttcctg 660 
ttaacccctt 720 
gccaggagcc 7 8 0 
ccaccttttc 840 
gaagccggcc 9 0 0 
gec tgggege 9 6 0 
ccccgtgcga 1020 
cctggccccc 1080 
aaaaa 1135 



<210> 14 
<211> 585 
<212> PRT 

<213> Homo sapiens 
<220> - 

<223> 223163CD1 
<400> 14 

Met Ala Glu Ala Glu Gly Asn Ala Ser Cys Thr Val Ser Leu Gly 

15 10 15 

Gly Ala Asn Met Ala Glu Thr His Lys Ala Met lie Leu Gin Leu 

20 25 30 

Asn Pro Ser Glu Asn Cys Thr Trp Thr lie Glu Arg Pro Glu Asn 

35 40 45 

Lys Ser lie Arg lie lie Phe Ser Tyr Val Gin Leu Asp Pro Asp 

50 55 60 

Gly Ser Cys Glu Ser Glu Asn lie Lys Val Phe Asp Gly Thr Ser 

65 70 75 

Ser Asn Gly Pro Leu Leu Gly Gin Val Cys Ser Lys Asn Asp Tyr 

SO 8 5 9 0 

Val Pro Val Phe Glu Ser Ser Ser Ser Thr Leu Thr Phe Gin lie 

95 100 105 

Val Thr Asp Ser Ala Arg lie Gin Arg Thr Val Phe Val Phe Tyr 

110 115 120 

Tyr Phe Phe Ser Pro Asn lie Ser lie Pro Asn Cys Gly Gly Tyr 

125 130 135 

Leu Asp Thr Leu Glu Gly Ser Phe Thr Ser Pro Asn Tyr Pro Lys 

140 145 150 

Pro His Pro Glu Leu Ala Tyr Cys Val Trp His lie Gin Val Glu 

155 160 165 

Lys Asp Tyr Lys lie Lys Leu Asn Phe Lys Glu lie Phe Leu Glu 

17 0 175 180 

lie Asp Lys Gin Cys Lys Phe Asp Phe Leu Ala lie Tyr Asp Gly 

185 190 195 

Pro Ser Thr Asn Ser Gly Leu lie Gly Gin Val Cys Gly Arg Val 

2 00 205 210 

Thr Pro Thr Phe Glu Ser Ser Ser Asn Ser Leu Thr Val Val Leu 

215 220 225 

Ser Thr Asp Tyr Ala Asn Ser Tyr Arg Gly Phe Ser Ala Ser Tyr 

230 235 240 

Thr Ser lie Tyr Ala Glu Asn lie Asn Thr Thr Ser Leu Thr Cys 

245 2 50 255 

Ser Ser Asp Arg Met Arg Val lie lie Ser Lys Ser Tyr Leu Glu 

260 265 270 

Ala Phe Asn Ser Asn Gly Asn Asn Leu Gin Leu Lys Asp Pro Thr 

275 2 80 285 

Cys Arg Pro Lys Leu Ser Asn Val Val Glu Phe Ser Val Pro Leu 
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290 295 300 

Asn Gly Cys Gly Thr lie Arg Lys Val Glu Asp Gin Ser lie Thr 

305 310 315 

Tyr Thr Asn lie lie Thr Phe Ser Ala Ser Ser Thr Ser Glu Val 

320 325 330 

lie Thr Arg Gin Lys Gin Leu Gin lie lie Val Lys Cys Glu Met 

335 340 345 

Gly His Asn Ser Thr Val Glu lie lie Tyr lie Thr Glu Asp Asp 

350 355 360 

Val lie Gin Ser Gin Asn Ala Leu Gly Lys Tyr Asn Thr Ser Met 

365 370 375 

Ala Leu Phe Glu Ser Asn Ser Phe Glu Lys Thr lie Leu Glu Ser 

380 385 390 

Pro Tyr Tyr Val Asp Leu Asn Gin Thr Leu Phe Val Gin Val Ser 

395 400 405 

Leu His Thr Ser Asp Pro Asn Leu Val Val Phe Leu Asp Thr Cys 

410 415 420 

Arg Ala Ser Pro Thr Ser Asp Phe Ala Ser Pro Thr Tyr Asp Leu 

425 430 435 

lie Lys Ser Gly Cys Ser Arg Asp Glu Thr Cys Lys Val Tyr Pro 

440 445 450 

Leu Phe Gly His Tyr Gly Arg Phe Gin Phe Asn Ala Phe Lys Phe 

455 460 465 

Leu Arg Ser Met Ser Ser Val Tyr Leu Gin Cys Lys Val Leu lie 

470 475 480 

Cys Asp Ser Ser Asp His Gin Ser Arg Cys Asn Gin Gly Cys Val 

485 490 495 

Ser Arg Ser Lys Arg Asp lie Ser Ser Tyr Lys Trp Lys Thr Asp 

500 505 510 

Ser lie lie Gly Pro lie Arg Leu Lys Arg Asp Arg Ser Ala Ser 

515 520 525 

Gly Asn Ser Gly Phe Gin His Glu Thr His Ala Glu Glu Thr Pro 

530 535 540 

Asn Gin Pro Phe Asn Ser Val His Leu Phe Ser Phe Met Val Leu 

545 550 555 

Ala Leu Asn Val Val Thr Val Ala Thr lie Thr Val Arg His Phe 

560 565 570 

Val Asn Gin Arg Ala Asp Tyr Lys Tyr Gin Lys Leu Gin Asn Tyr 

575 580 585 



<210> 15 
<211> 255 
<212> PRT 

<213> Homo sapiens 
<220> - 

<223> 2774542CD1 
<400> 15 

Met Cys Glu Pro Glu Phe Gly Asn Asp Lys Ala Arg Glu Pro Ser 
15 10 15 

Val Gly Gly Arg Trp Arg Val Ser Trp Tyr Glu Arg Phe Val Gin 

20 25 30 

Pro Cys Leu Val Glu Leu Leu Gly Ser Ala Leu Phe lie Phe lie 

35 40 45 

Gly Cys Leu Ser Val lie Glu Asn Gly Thr Asp Thr Gly Leu Leu 

50 55 60 

Gin Pro Ala Leu Ala His Gly Leu Ala Leu Gly Leu Val lie Ala 
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1 CIP 




t 



65 



70 



75 



Thr Leu Gly Asn lie Ser Gly Gly His Phe Asn Pro Ala Val Ser 

80 85 90 

Leu Ala Ala Met Leu lie Gly Gly Leu Asn Leu Val Met Leu Leu 

95 100 105 

Pro Tyr Trp Val Ser Gin Leu Leu Gly Gly Met Leu Gly Ala Ala 

110 115 120 

Leu Ala Lys Ala Val Ser Pro Glu Glu Arg Phe Trp Asn Ala Ser 

125 130 135 

Gly Ala Ala Phe Val Thr Val Gin Glu Gin Gly Gin Val Ala Gly 

140 145 150 

Ala Leu Val Ala Glu lie lie Leu Thr Thr Leu Leu Ala Leu Ala 

155 160 165 

Val Cys Met Gly Ala lie Asn Glu Lys Thr Lys Gly Pro Leu Ala 

170 175 180 

Pro Phe Ser lie Gly Phe Ala Val Thr Val Asp lie Leu Ala Gly 

185 190 195 

Gly Pro Val Ser Gly Gly Cys Met Asn Pro Ala Arg Ala Phe Gly 

200 205 210 

Pro Ala Val Val Ala Asn His Trp Asn Phe His Trp lie Tyr Trp 

215 220 225 

Leu Gly Pro Leu Leu Ala Gly Leu Leu Val Gly Leu Leu lie Arg 

230 235 240 

Cys Phe lie Gly Asp Gly Lys Thr Arg Leu lie Leu Lys Ala Arg 



245 



250 



255 
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